with genes not included in the previously described draft genome (3) now being identified, and complex sequences were further annotated. Thus, SMRT sequencing was able to produce a high-quality finished genome sequence for P. fluorescens NCIMB 11764, the availability of which will further facilitate genome comparisons and the identification of genes unique to cyanotrophy.
Nucleotide sequence accession number. The complete P. fluorescens NCIMB 11764 genome sequence has been deposited in DDBJ/ENA/GenBank under the accession no. CP010945. The version described in this paper is the first version of the complete genome.
